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Partners - Projects - Products

TargetPath - a lead discovery platform for antibiotics dStl
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Partners - Projects - Products
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What Makes Us Different......

*R&D based on a track record of 50+ journal publications

*Validated workflows in partnership with target industries

“Moleculomics is the only company offering structurally-based
open-ended lead discovery, toxicity screening and protein
network identification, that is completely unlimited in reach,
applied across the entire proteome.”

I\/IOLECULOMICS‘




MOLECULOMICS

working molecular knowledge across genomes
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